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View dendrogram 


hDAPlOc 
mDAPlOccoding 


Smart IX oligo -||-5'UTR 
CTAATACGACTCACTATAGGGCAAGCAGTGGTAACAACGCAGAGTACGCGGGGAGTCGGG 


hDAPlOc CCGCGGCGACGGCGGCAGGAGCGCGTCCCGGCGCCGCCTCGGGCTCCGCTCGGCTCGGGG 

mDAP10c_codi ng - 


hDAPlOc GCTGCTTCGGGAGGAGGAGAGCCAAGGGAGGCGCCAGGCCCGCGGGCCGGGCGCATGGCT 

mDAPlOccoding - 

-||-coding 

hDAPlOc TAGGGACGCTCCCGGCCGCCGCAGCCCCAGCATGGGGAAACTTCACTCCAAGCCGGCCGC 

mDAPlOccoding - - — - ATGGGGAAACTTCACTCGAAGCCGGCCGC 

***************** ************ 


hDAPlOc CGTGTGCAAGCGCAGGGAGAGCCCGGAAGGTGACAGCTTCGCCGTGAGCGCTGCCTGGGC 

mDAP10 c_coding CGTGTGCAAGCGCAGGGAGAGCCCGGAAGGTGACAGCTTTGCTGTAAGCGCTGCTTGGGC 

Tt****************-********************** * * * * **★**-*★* ***** 


hDAPlOc TCGGAAGGGCATCGAGGAGTGGATCGGGAGACAGCGCTGCCCGGGCGGTGTCTCGGGACC 

mDAP10encoding AAGGAAAGGCATCGAGGAGTGGATCGGGAGGCAGCGCTGTCCAGGCAGCGTCTCAGGACC 
* * * * *********************** ******** * * * * * * ***** ***** 

hDAPlOc CCGACAGCTGCGGTTGGCGGGCACCATAGGCCGAAGCACCCGGGAGCTCGTGGGCGACGT 

mDAP10c_coding CCGTCAGCTGAGATTGGCAGGCACTGTTGGTCGAGGCACTCGGGAACTCGTGGGTGACAC 
*** ****** * ***** ***** * ** *** **** ***** ******** *** 

hDAPlOc GTTGAGAGACACGCTCAGCGAGGAAGAGGAGGACGACTTTCGGCTGGAAGTGGCCCTGCC 

mDAPlOc_coding TTCTAGAGAGGCTCTCGGTGAGGAGGACGAGGACGACTTCCCCCTAGAAGTGGCCCTGCC 
* * * * * * * * * * * ***** *★ *********** * ** ************** 

hDAPlOc TCCTGAGAAGACTGACGGGCTGGGCAGCGGAGATGAGAAGAAGATGGAGAGAGTGAGCGA 

mDAP10 encoding GCCTGAGAAGATCGACAGCCTAGGTAGTGGAGATGAGAAGAGAATGGAGAGACTGAGCGA 
********** *** ★ ** ** ** ************* ********* ******* 

hDAPlOc ACCCTGCCCAGGCTCCAAGAAGCAGCTGAAGTTTGAAGAGCTCCAGTGCGACGTGTCCAT 

mDAPlOc_Coding ACCTGGCCAGGCCTCCAAGAAGCAGCTCAAGTTTGAAGAGCTACAGTGTGATGTCTCTGT 
*** *** * *************** ************** ***** ** ** ** * 


hDAPlOc GGAGGAGGACAGCCGGCAGGAGTGGACCTTCACCCTGTATGACTTTGACAACAACGGCAA 

mDAPlOc_coding GGAGGAGGACAGCCGGCAAGAGTGGACTTTCACTCTATATGACTTCGACAACAATGGCAA 
****************** ******** ***** ** ******** ******** 
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hDAPlOc 

mDAP10c_coding 


GGTCACCCGAGAGGACATCACCAGCTTGCTGCACACCATCTATGAGGTGGTGGACTCCTC 
AGTGACCCGTGAGGACATTACCAGCTTGCTGCATACCATCTATGAAGTGGTTGACTCCTC 
* * ***** ******** ************** *********** ***** **^*-w*** 


hDAPlOc 

mDAP10c_coding 


TGTCAACCACTCCCCAACATCCAGCAAGATGCTGCGGGTAAAGCTCACCGTGGCCCCCGA 

TGTGAACCATTCCCCCACATCAAGCAAGACACTGCGGGTGAAGCTCACCGTGGCTCCTGA 


***** ***** ***** ******* 


******** ************** 


hDAPlOc 

mDAPlOc_coding 


TGGCAGCCAGAGCAAGAGGAGCGTCCTTGTCAATCAGGCTGACCTGCAGAGCGCAAGGCC 

CGGGAGCCAGAGTAAGAGGAGCGTCCTTTTCAACCATACCGATCTGCAGAGCACAAGGCC 


******** *************** **** ** 


** ********* ******* 


hDAPlOc 

mDAPlOc_coding 


CCGAGCAGAGACCAAGCCCACTGAGGACCTGCGGAGCTGGGAGAAGAAGCAGCGAGCCCC 

CCGAGCAGACACCAAACCCGCTGAGGAGCTGCGTGGCTGGGAGAAGAAGCAGCGAGCCCC 


********* ***** *** ******* ***** 


A************************ 


hDAPlOc 

mDAP10c_coding 


GCTCAGGTTCCAGGGTGACAGCCGCCTGGAGCAGTCTGGCTGCTACCACCATTGCGTAGA 

ACTCAGGTTCCAGGGTGACAGCCACCTGGAGCAGCCAGACTGCTACCACCATTGCGTGGA 


******** 


r********* ★ * * * ********** 


************** ' 


hDAPlOc 

mDAP10c_coding 


TGAGAACATCGAGAGGAGAAACCACTACTTAGATCTCGCCGGGATAGAAAACTACACGTC 

TGAGAACATTGAGAGGAGAAACCACTACCTAGACCTGGCGGGGATAGAGAACTACACGTC 


hDAPlOc 

mDAP10c_coding 


CCAATTTGGGCCTGGCTCCCCTTCCGTGGCCCAGAAGTCAGAACTGCCCCCCCGCACCTC 
TCAGTTTGGACCGGGATCCCCTTCGGTGGCCCAGAAGTCAGAGCTGCCCCCTCGAATC1C 


hDAPlOc 

mDAP10c_coding 


CAATCCCACTCGATCTCGCTCCCATGAGCCGGAAGCCATCCACATCCCACACCGAAAGCC 
CAACCCCACTCGCTCTCGCTCCCACGAGCCAGAAGCTGCCCACATCCCACACCGGAGGCC 
*** ******** *********** ***** ***** *************** * *** 


hDAPlOc 

mDAP10c_coding 


CCAAGGCGTGGACCCGGCCTCCTTCCACTTCCTTGACACCCCAATCGCCAAGGTCTCAGA 
CCAAGGTGTGGACCCAGGCTCCTTCCACCTCCTTGACACCCCATTTGCCAAGGCATCAGA 
****** ******** * ********** ************** * ******* ***** 


hDAPlOc 

mDAP10c_coding 


GCTCCAGCAACGGCTCCGGGGCACCCAGGACGGGAGCAAGCACTTTGTGAGGTCCCCCAA 

GCTCCAGCAACGGCTCCGGGGCACTCAGGATGGGAGCAAGCACTTTGTGAGGTCCCCCAA 


f*******************'* 


***** 


**************************'*** 


hDAPlOc 

mDAP10c_coding 


GGCCCAGGGCAAGAGTGTGGGTGTGGGCCACGTGGCCAGAGGGGCAAGAAACAAGCCCCC 
GGCCCAGGGCAAGAACATGGGTATGGGCCACGGGGCCAGAGGTGCAAGAAGCAAGCCTCC 
.^ j- -l. a. ******* ****** ** 


hDAPlOc 

mDAP10c_coding 


TCTGGGACCCGCCATCCCTGCGGTGTCCCCCTCCGCCCACCTGGCTGCCAGCCCGGCCCT 
ACTGGTACCCACCACCCATACTGTCTCCCCCTCTGCCCATCTGGCCACCAGCCCAGCCCT 
**** **** *** ** * * ** ******** ***** ***** ******* ***** 


hDAPlOc 

mDAP10c_coding 


CCTCCCCTCCCTAGCCCCCCTCGGGCACAAGAAGCACAAGCACCGAGCCAAGGAGAGCCA 

TCTCCCCACCCTGGCACCCCTGGGGCACAAGAAACACAAGCATCGAGCCAAGGAGAGCCA 


FIG. 1-2 
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DeCypher Results for: ClustalW Multiple Alignment 



hDAPlOcFL.pep MGKLHSKPAAVCKRRESPEGDSFAVSAAWARKGIEEWIGRQRCPGGVSGPRQLRLAGTIG 

mDAPlOc.pep MGKLHSKPAAVCKRRESPEGDSFAVSAAWARKGIEEWIGRQRCPGSVSGPRQLRLAGTVG 

********************************************* ************ • * 


hDAPlOcFL.pep RSTRELVGDVLRDTLSEEEEDDFRLEVALPPEKTDGLGSGDEKKMERVSEPCPGSKKQLK 

mDAPlOc.pep RGTRELVGDTSREALGEEDEDDFPLEVALPPEKIDSLGSGDEKRMERLSEPGQASKKQLK 

* ******* * . . * ******* ********* *^ ******** ******* ^ ***** * 


hDAPlOcFL.pep FEELQCDVSMEEDSRQEWTFTLYDFDNNGKVTREDITSLLHTIYEWDSSVNHSPTSSKM 
mDAPlOc.pep FEELQCDVSVEEDSRQEWTFTLYDFDNNGKVTREDITSLLHTIYEWDS SVNH S PTS S KT 

********* . ************************************************* 


hDAPlOcFL.pep LRVKLTVAPDGSQSKRSVLVNQADLQSARPRAETKPTEDLRSWEKKQRAPLRFQGDSRLE 
xnDAPIOc.pep LRVKLTVAPDGSQS KRSVLFNHTDLQSTRPRADTKPAEELRGWEKKQRAPLRFQGDSHL E 

******************* * - - * * * * . ★ ★**.*** . * . * * ^*************** . * * 


hDAPlOcFL.pep QSGCYHHCVDENXERRNHYLDLAGIENYTSQFGPGSPSVAQKSELPPRTSNPTRSRSHEP 

mDAPlOc.pep QPDCYHHCVDENIERRNHYLDLAGIENYTSQFGPGSPSVAQKSELPPRISNPTRSRSHEP 

★ ********************************************* *********** 


hDAPlOcFL.pep EAIHIPHRKPQGVDPASFHFLDTPIAKVSELQQRLRGTQDGSKHFVRSPKAQGKSVGVGH 

mDAPlOc.pep EAAHIPHRRPQGVDPGSFHLLDTPFAKASELQQRLRGTQDGSKHFVRSPKAQGKNMGMGH 

* * *****.****** ***.***★. ** **************************. ; * ; * * 


hDAPlOcFL.pep VARGARNKPPLGPAIPAVSPSAHLAASPALLPSLAPLGHKKHKHRAKESQQGCRGLQAPL 

mDAPlOc.pep GARGARSKPPLVPTTHTVSPSAHLATSPALLPTLAPLGHKKHKHRAKESQASCRGLQGPL 

***** **** *- .* *******.******.********* * * ***** * ***** ** 


hDAPlOcFL.pep ASGG-PVLGREHLRELPALWYESQAGQPVQRHEHHHHHEHHHHYHHFYQT 

mDAPlOc.pep AAGGSTVMGREQVRELPAVWYESQAGQAVQRHEHHHHHEHHHHYHHFYQP 

*.** *.***. .*****.*********_*********************. 


FIG. 2 




GAATTCGCCCTTCTAATACGACTCACTATAGGGCAAGCAGTGGTAACAACGCAGAGTACGCGGGGAGTCGG 

GCCGCGGCGACGGCGGCAGGAGCGCGTCCCGGCGCCGCCTCGGGCTCCGCTCGGCTCGGGGGCTGCTTCGG 

GAGGAGGAGAGCCAAGGGAGGCGCCAGGCCCGCGGGCCGGGCGCATGGCTTAGGGACGCTCCCGGCCGCCG 

CAGCCCCAGCATGGGGAAACTTCACTCCAAGCCGGCCGCCGTGTGCAAGCGCAGGGAGAGCCCGGAAGGTG 

ACAGCTTCGCCGTGAGCGCTGCCTGGGCTCGGAAGGGCATCGAGGAGTGGATCGGGAGACAGCGCTGCCCG 

GGCGGTGTCTCGGGACCCCGACAGCTGCGGTTGGCGGGCACCATAGGCCGAAGCACCCGGGAGCTCGTGGG 

CGACGTGTTGAGAGACACGCTCAGCGAGGAAGAGGAGGACGACTTTCGGCTGGAAGTGGCCCTGCCTCCTG 

AGAAGACTGACGGGCTGGGCAGCGGAGATGAGAAGAAGATGGAGAGAGTGAGCGAACCCTGCCCAGGCTCC 

AAGAAGCAGCTGAAGTTTGAAGAGCTCCAGTGCGACGTGTCCATGGAGGAGGACAGCCGGCAGGAGTGGAC 

CTTCACCCTGTATGACTTTGACAACAACGGCAAGGTCACCCGAGAGGACATCACCAGCTTGCTGCACACCA 

TCTATGAGGTGGTGGACTCCTCTGTCAACCACTCCCCAACATCCAGCAAGATGCTGCGGGTAAAGCTCACC 

GTGGCCCCCGATGGCAGCCAGAGCAAGAGGAGCGTCCTTGTCAATCAGGCTGACCTGCAGAGCGCAAGGCC 

CCGAGCAGAGACCAAGCCCACTGAGGACCTGCGGAGCTGGGAGAAGAAGCAGCGAGCCCCGCTCAGGTTCC 

AGGGTGACAGCCGCCTGGAGCAGTCTGGCTGCTACCACCATTGCGTAGATGAGAACATCGAGAGGAGAAAC 

CACTACTTAGATCTCGCCGGGATAGAAAACTACACGTCCCAATTTGGGCCTGGCTCCCCTTCCGTGGCCCA 

GAAGTCAGAACTGCCCCCCCGCACCTCCAATCCCACTCGATCTCGCTCCCATGAGCCGGAAGCCATCCACA 

TCCCACACCGAAAGCCCCAAGGCGTGGACCCGGCCTCCTTCCACTTCCTTGACACCCCAATCGCCAAGGTC 

TCAGAGCTCCAGCAACGGCTCCGGGGCACCCAGGACGGGAGCAAGCACTTTGTGAGGTCCCCCAAGGCCCA 

GGGCAAGAGTGTGGGTGTGGGCCACGTGGCCAGAGGGGCAAGAAACAAGCCCCCTCTGGGACCCGCCATCC 

CTGCGGTGTCCCCCTCCGCCCACCTGGCTGCCAGCCCGGCCCTCCTCCCCTCCCTAGCCCCCCTCGGGCAC 

AAGAAGCACAAGCACCGAGCCAAGGAGAGCCAGCAGGGCTGCCGGGGCCTGCAGGCACCACTGGCCTCAGG 

TGGCCCTGTCCTGGGGCGGGAGCACCTGCGGGAGCTGCCCGCCTTGGTGGTGTATGAGAGCCAGGCCGGGC 

AGCCGGTCCAGAGACATGAGCACCACCACCACCATGAACATCACCACCATTACCACCACTTCTACCAGACA 

TAGAGCCCCTCCCCAGGGCCCCACCCTGCCATATGAAGGACCCCACCCCCGACACCACAAGGCATTATTAT 

TCTATTAATTATTGTTATTATGATGATTATTGTTATTAATAATTATTGTTACTCCACTAATATTTAGCTAG 

CCTACATGTAGAAGATCTATGGAAACACAGAACTAAACTTTTATTTATATGTTAAAAAAAAAAAAAAAAAA 

AAAAAGCGGCCGC 

FIG. 3 


SEQ. ID. NO.: 6 

ATGGGGAAACTTCACTCGAAGCCGGCCGCCGTGTGCAAGCGCAGGGAGAGCCCGGAAGGTGACAGCTTTG 

CTGTAAGCGCTGCTTGGGCAAGGAAAGGCATCGAGGAGTGGATCGGGAGGCAGCGCTGTCCAGGCAGCGT 

CTCAGGACCCCGTCAGCTGAGATTGGCAGGCACTGTTGGTCGAGGCACTCGGGAACTCGTGGGTGACACT 

TCTAGAGAGGCTCTCGGTGAGGAGGACGAGGACGACTTCCCCCTAGAAGTGGCCCTGCCGCCTGAGAAGA 

TCGACAGCCTAGGTAGTGGAGATGAGAAGAGAATGGAGAGACTGAGCGAACCTGGCCAGGCCTCCAAGAA 

GCAGCTCAAGTTTGAAGAGCTACAGTGTGATGTCTCTGTGGAGGAGGACAGCCGGCAAGAGTGGACTTTC 

ACTCTATATGACTTCGACAACAATGGCAAAGTGACCCGTGAGGACATTACCAGCTTGCTGCATACCATCT 

ATGAAGTGGTTGACTCCTCTGTGAACCATTCCCCCACATCAAGCAAGACACTGCGGGTGAAGCTCACCGT 

GGCTCCTGACGGGAGCCAGAGTAAGAGGAGCGTCCTTTTCAACCATACCGATCTGCAGAGCACAAGGCCC 

CGAGCAGACACCAAACCCGCTGAGGAGCTGCGTGGCTGGGAGAAGAAGCAGCGAGCCCCACTCAGGTTCC 

AGGGTGACAGCCACCTGGAGCAGCCAGACTGCTACCACCATTGCGTGGATGAGAACATTGAGAGGAGAAA 

CCACTACCTAGACCTGGCGGGGATAGAGAACTACACGTCTCAGTTTGGACCGGGATCCCCTTCGGTGGCC 

CAGAAGTCAGAGCTGCCCCCTCGAATCTCCAACCCCACTCGCTCTCGCTCCCACGAGCCAGAAGCTGCCC 

ACATCCCACACCGGAGGCCCCAAGGTGTGGACCCAGGCTCCTTCCACCTCCTTGACACCCCATTTGCCAA 

GGCATCAGAGCTCCAGCAACGGCTCCGGGGCACTCAGGATGGGAGCAAGCACTTTGTGAGGTCCCCCAAG 

GCCCAGGGCAAGAACATGGGTATGGGCCACGGGGCCAGAGGTGCAAGAAGCAAGCCTCCACTGGTACCCA 

CCACCCATACTGTCTCCCCCTCTGCCCATCTGGCCACCAGCCCAGCCCTTCTCCCCACCCTGGCACCCCT 

GGGGCACAAGAAACACAAGCATCGAGCCAAGGAGAGCCAGGCGAGCTGCCGGGGCCTGCAGGGCCCCCTG 

GCTGCAGGAGGCTCCACCGTCATGGGGCGGGAGCAGGTGAGGGAGCTGCCTGCCGTGGTGGTGTACGAGA 

GCCAGGCTGGGCAGGCCGTCCAGAGACACGAACACCATCACCACCACGAACATCACCACCATTATCACCA 

CTTCTATCAGCCCTAG 


FIG. 4 





FIG. 6 




PUTATIVE PROMOTER: 


GAATTCATATGCACATTAAATTCCAGGGAGCCCTCCTCTAGGCTATTTGACCCTAGCTCAAGAAAGGGGGA 

TTAAGAGTCTTACAGGGAGGGATCCAAGGTCAGCATATACAGTTAGTCAGGGACCAGTCTGTCTGTGTCTC 

TCTCTCCATGGGGTTTACTATCATTGCTTTCCCCTAATGGTTCTTACTCCTGCTTCTTCCTGCTTATTTTT 

CAGCCCACAGCGACCCCAAGAAGCTGCTCCAACCCCTGGGACTATGGAGCTCTACAGCTGTAGAGACCACC 

AGGAAGTGGACTGCAGGCCCCTGGCCTCTCCATTCAGATTCTGCAAAGAGATCCTGATGGGTTGGGCCAAT 

GGGTCAGGCATCCAGTCAGCTCTGGCTAAGGGGTGAAGGAGTCAGGTGTTACCAACGTGGTGGCAGGGGCC 

ACCTTGAAGCTGTGTTCTGTGCCATGGAAGAAGGAAGAGGAGGAGGAAGCTAAGCTGGAAGGGAAGGCAGG 

TGATACAGGAAAATTAACTATGAGCTTTGCTATAGTGACCACTTTTCCTTCACTCCTTGAGCTGTGGCCTT 

AAGAACTGTGTACCAATGGGAGGCACTTGCATAGTAAGTGTTCATTTGCTGAATACTTACAGAGGGCTATA 

AGTGGACAAATATGTCCAAAAACACATGAAACACACACCATCAACACTTGCAGATGGTCTCCTTCAGGGAA 

CCTTTCCACACTGGCTCTCCCCTCACTGAGCTTTCCTTCCTATCACCCTCCCAGTCTAGGCTCCTGGAGTC 

AGTAGTTGGAATCTCAGATGGGAAGAAACCTTAAAAGTCATCTGGTCCAGTATTTTCCAAAGCATGTTCCA 

TGAACTTGTTTTCCAGAAATGGTTTCCTGGTCTGGTGAGTTTAAGAAACCCTGCTTATGACGATGCTCTCC 

ATTTAGAGAATCACAAAGCTTGGCTACTCAATGAAAGCTCTGACAAGTCCTGCAGGAAAAAACTTGTCTTC 

TTTTGGCTAAGCTAGGGCTGCCCAAAGTTTCTCATGGAGTCCTTTCTTGCACATAATAATAGCATCTCACA 

AACCAGTGGTCGGGGGAACCCATTACGGGAAATGCTAATCTTCTGGACCCTTCCTTCTATTTTATAGGTGG 

AGAGGCTGTGTGGTGGTCTGGTTGGCTGCATGTAACTGAAAAACAAAGGCTTAAAAAGATAGGGGCTTCTT 

TTGCTCTTTTGTTAACAAAGTCTGGGAATAGTCAAAGACTGGTACTGTGACTAGAAAGGCTTCTGATATGG 

TTTGGCTCTGTGTTCCCACCCAAATCTCACCTTGAGTTGTAATGATCCCCATATGTCAAGGGCAGGATCAG 

GTGGAGGTAATTGAATCATGAGGGCAGTTAATCCCATGCTGTTCTTGTGATAGTGAGTTCTCACAGGATCT 

GATGGTTTTATAAGGGGCTTTTCCCCTTTGCTCGGCACCTCTCTCTCCTGCTGCTATGTGAAGAGGGACGT 

GTTTGCTTCTCCTTCTGTCATGATTGTAAGTTTCCTGAGGCCTCCCCAGCCATGTAGAACTGTGAGTCAAT 

TAAACCTCTTTCCTTTATAAATTGCCCAGTTCCGGTATGTTCTTGTAGCAGCCTGAGAACGGACTAATATA 

GCTTCTCTGCCCAGTGTGAAGAAGAGCAGAGAGGCAGGGCTGGGAGGAGAACAAGGCACCTGCCAAGGAGA' 

TGGGGAGGCTGGGCTGGCTTTCCCTCTCCTCCAGGCTCACCTGGGAAGCCTGTGCTCTAAACTTGCTCAAA 

CATCCTGAACCCAGGAGGAGTTGGTGGTACACAAATTCAATTCAATTCAACCCCACATCCAGACTGTACTC 

AAGCAGCAGTCTTTTGGCCCAGTCATCTCCAACCTCATCTTCTCCCCTCTACTCCCAAACCATGCTCTCTC 

TGCTCCAGAGCCAGGGGCCTCTTTGCTGTTTCCAAAACATCCATGGCAGTCTCCACTTCAGGGCCTTTACA 

TGTGCTGTTCCCTCTGCCTTTAGTACCCAAACAGAATGGCTTGGAGACCCCAGCCCTAGTTCTTGGGGAAG 

CCCAGCCTCCTCCATCTCATATCTAAGGCCTGAGGCCTCCTGGCTGCCTCTGGCTCCCATCTTTTCTCCTG 

CAGGGTATCTCCACTGTGAAGATTGCTGTTGGCCCCATTAATTACCTGTAGGAGTCATCTTTCTGATTCCT 

TAATTTTGTCCTGTGCCACTAACCCAGGAAGTGGCTAGGATTTTGCTGAGGGCTTGGAGTAACAGAGGAAG 

AAGAGAGCACTGCCAATCGCATGTTAGAGCTCACTGTCCCAAAAGTGAATTGGCCAGTCCCCACCTTGCTG 

GCTGTGCCTTCTTAGGCCCCATTATCACTCTCTTCTCATGCTGTTTCCTTTGAGATCTTTGTTTTCCCTTC 

CCTCCAAAATGCCTGATATTTTCTCAGGCAGAGTAGTCTAACTTTCCCCTCCTCACCCAAACTAGGCTTCC 

AGGCCCTTTAGCAATGCCAAAACTCACCAGGGAACTATAAAATAAAGCAACTCCAGGGATCCAGGAGGAAC 

CAGTGGAGACTTGGGAACTGATTTTCTCCTTCATATATCCAAGATCGTATTATTGGCAGTACTCCCTCCTT 

ATTGACCACAACATGCTCCTGGCTGAGGCTGGGCAGAGAGAGTTTGTCTCCTTCCACAGCAGGTGTGATGG 

CACCTGCTATAGGCAGTGCTGTGTTCGGCATTGCATTCAGAGATGCAAGTAAGGCAAGAACCCTGGCCTCA 

AGGAGCCCTGGCTCCAGGAGTGAAACTTAGCCTCATGCATAAAATAAGTGGAGATGGGAGGGGGCAGGGAA 

ACCTTGGCTAATCAGAGCAGAGAAGAGCCCTTCAGGTTGGAAGGTCAAGGAGGGCTTCCTTTAGGAAATGG 

CATTTGAAGGGGCCAGATCAGATGGCTTAACTTCGGGGACAAGCTTTGGAGCAGCTAACTTGGGTGATGTA 

GGATTTTTTTTTTTTTTAAATCTCCCAGCTCTATGTCTGACAGATTTCACCTAAACCAGCCTTGTTAAATC 

TCAAGCCCCATGAAACCCGTTTCTGTTATAATCTCTCTCTCTTATCTCTTCCTTGCCTTCCTTTCCCATTC 

TCCTCCCCCAAAGGATAGGAAATCTTCAAAGAAAAAGATGTGTCACTGCAAGTATACAGCCCAAGAAATGG 

GCCAGATAAATTATTAAAACACACGAAAAGACAGTGAGTTATGGGGTGGGAAGCCCTCGGAGGCCGAATGG 

CCACCCCAGGTAGACAGCATGCTGGTGGCCCCTGGAGACCCCCTTCTCAGAGACCTGGACAGACTAACATT 

TTGCCACAAGGCCCATCTCTTGGGTTCTCACCCCAGATCTGGGTAAGGGTATCATGATTCCAATAGCAGTG 

AAGTCCCAGGCGCCTGCTGGGCTGGGAGGCACCAGGGTGAAGGTGGAGGGGGGCTTTGTGTCTGGGCTGGA 

CATTTGGGATTTACTCCCCGCAAGACTCAAACTGCTAACTGCAGTTTTAGTTCTTGCTTTTACCTCTTTTT 

GAACTGTAAAAAGAAATTCCCAAGGGGAAGAGGGGATACTTTTTTCTCATGGAAGAAGAAAGCCAGGACCG 

GTTTAAGAAAGTAACCAACTTTCTAAGCACTGTGAGAAAGGATGCTCCAAGTTTTGCTTTGATTTAGAGGC 

ACCCTGGTACCAGCAGGGAGGGGTGAGAAAGGCAAACAGGAATTCCAGACGAATTCCATTGCCTTTTGAGG 
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GGTCTGAAAGAGGGTGCCCACTCCGACTCAGATGCTCAAACCCCTGGCTCCCTCTTACACCTGACCCCCGC 

CGTTCTGCCCCACTTTTTCATGTTCCTACAGCTCAGGGGTTCTTACTTCAGCATTACCCACATTTGATGCT 

GGATCATTTGTTCTGGTAGGGTGGGGGGGCTGCCTTATGCATTGTGGTATGTGTAGCAGCAACCCTGGCCT 

CTACCCACTAGATACCTCCAGGCATTACCAAGTGTCCCCTAGAGGGCAAAATTGTTTGCTGTCAGGTCCTT 

ATGGGATGGAAAGAAAGAAAAATGGCCTGTTACCCCTGGTGTAACTTACTACACTGTTTACTAATTCATCA 

TTTATTGTTTCTTGCCTATCTTCCCCCTAGGTGAGTGGGAGTTCGATGAGAGTGGCAGTTGTCTATTTTGT 

TCACCGATGTATCTTAGGTGACTAAAACAATGGTTGTCACATGGCTGGCCCTTCATATTTGTTTCCAGATG 

GAAGACTCTCTTTCTAGTGGTGGAACATTAGTTTTGCACTGTGTTGGGACAACCTGATGTAGTGAAAACAA 

GCCTGGGCAATGAAATCAACAGATTGGAGTTCAGTTCCTAATTGGGTCATGGATGAACTTTGTGACCTTGG 

GCAAGTGAGTTCACCTCTCTGAGTTGAATAGGTTCCCTCCTTTCTAGAACAAGTATGAGTCTGCATCAGAG 

AGTGGTTGCGAGGGCTACACATGATGGAGGATGAGGACTGGCACATCAGAAGTACTGAATGAAGAATTGTA 

ACATAAAAATGACAACAGTAATATATTTTTGTGGTTTCAGCACTCTTCAAATGAAACCACCTGGCCAACAG 

GATTTTAGTGTACCTGCTTATAACATTAGCCTTCGTTTCCACCAAAAAGGGTGTTAAAAAAGGAAGCTTGG 

AACATGAAAGTAAGACACTTGGATGAAGAGATTTATGACTCTGGGGGGCTGTGAATTCCTAATGTCCTTTT 

GAGACATGTAGATCTTCCAGAGCGATGCTGCCCAATGCAGTAGCCACTAGCCAAGTGCAAATGGTCACTTG 

CAATATGGCTAGTCTTTGAGATGTGTTTTAAGTGTAAAATACACACTGAATTTTAAAGACTTAGCGCAATA 

CAAAGAATGTAAAATATCTCATTATATCTTGAAATTATACTATTTTGGATATATGGTGTTCCCTTGGTGTC 

TTTGGGGACTGGTTCCAGGATCCTAGAGGATACCCAAATCCCCAGATGTCAAGTCCGCTATATAAAATGTC 

CTGTAGTATTTGCATATAACCTACACACATCCTTCTGAATACTTTAAATCATCTCTAGATTCCTTGTAATT 

CCTAATACAATGTAAATGTTATGTAAATAGTTGTTATACTATATTAAAAAGTTTTTTATTCTTTATTTTTG 

CTGTATTATTCTTTTTGCATATTTTCAGTCCACAGATGGTTGATGCCACAGATGTGGAACCTGTGAATAAG 

GAGGGCTGACTGTATTGAGTTAAGCGAAATATATTATTAATATTTCATCTATTTCTTTTTACTTCTAAAAG 

ATGTGGCGACAAGAAAATTTAAAATTACAAATGTGGCCCACATTATATTTCTATTGGGCAGTGCTGCTCTA 

GAGAGTCGGCAAAAAGGGCAGAATGGAGCCTCCATTATACAGATCACAAAACTGAGCACAGGTAATTCACT 

CCAAAGGTCGGGGCTGGTCTCACTCTGAGCTGCGGGTTTTCTTTTCCCACGCCAGAGCTGCCTGGTGCCAG 

GACGAGCGTAACACGGACCCACAGTGTCCCCAGAAGGGGGCAGGCGTTCTGAGAGCCACAAAGGTGGGGTG 

GAATCCCTTGATGTCGACCGCCACCATCCCCCTCCCCCCGCGCGACCTCCCCGCAGAGACCTCCCCAGACA 

AAACAAACAAACCCTTGGGTCTGGCGAACTGCAGCGGGGAGCGGAAACCAAGGAAGATCAAAGACTCAGCG 

GTTACCCCCTTCCGGGCCGCGCAGTTTGGCAGCGCGCCCCGACCCGGGCGGGCACCCACGGGCCCCCGGAC 

GAGGAGATCCCAGAGACTGGCTGATAACGGGGCGCTTTGGACATTTGTCGCTGCCTGGAGAGGGCTGGGCT 

CACACTGGCCCGGGGTGCGCTGGGGGCTCCTCCTGGACTCCCCAAATAAGAAACTAGAGGAGTGCGGTGGT 

GGGGGGCGGGTCACGGGGCGGGTAATGAACACTTTCTGCAGAAGGTAGGTCGTGGGAAGACTGGGAAAAGG 

CAGCGCTGCCGAAGCTTGCACCTGAGCAGCTAAGGTCTCCGCTCCCGACCTCAGTTTCCCCACCTGTAAAT 

TGGAGCCGCCGAGTCCCGCCCTGCCCGTTTAGAGAGAACGTGGAGCGGAGGGAAGTGACAGTACAGTTAGC 

GATGGCCGGGCTGTTCTGTCCCAATACGCCTCCTGGACAAGCCGCCCCGCCGGGTCGCCAGCCCTGGAGCT 

CGGCCCCCGGCCCCAGACCGCGGCAGGGAGCGCGGACTGTGTCCCGCCCCTCCCGTCAGCGCCCCGCCCTC 

GTCCCCGCCCATGCCCCGCCTCCGGCCCCGCCCCCGCCGCAACCAGCCTTGCCTTTGATGCGCCGCACCGG 

CCAATGGGCGCGCGGGGAGGCGCGGGCCGCGGCGGCGGGCTGGGGGCTCGGCGCTCCCGGGCGTC 

EXON1: 5'UTR 

AGTCGGGCCGCGGCGACGGCGGCAGGAGCGCGTCCCGGCGCCGCCTCGGGCTCCGCTCGGCTCGGGGGCTG 

CTTCGGGAGGAGAAGAGCCAAGGGAGGCGCCAGGCCCGCGGGCCGGGCG 

EXON2: 5'UTR 

CATGGCTTAGGGACGCTCCCGGCCGCCGCATCCCCAGC 
EXON2: CODING 
ATGGGGAAACTTCACTCCAAGCCG 
EXON3: CODING 

GCCGCCGTGTGCAAGCGCAGGGAGAGCCCGGAAG 


EXON4: CODING 
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GTGACAGCTTCGCCGTGAGCGCTGCCTGGGCTCGGAAGGGCATCGAGGAGTGGATCGGGAGACAGCGCTGC 

CCGGGCGGTGTCTCGGGACCCCGACAGCTGCGGTTGGCGGGCACCATAGGCCGAAGCACCCGG 

EXONS: CODING 

GAGCTCGTGGGCGACGTGTTGAGAGACACGCTCAGCGAGGAAGAGGAGGACGACTTTCGGCTGGAAG 


EXON6: CODING 

tggccctgcctcctgagaagactgacgggctgggcagcggagatgagaagaagatggagagagtgagcgaa 

CCCTGCCCAGGCTCCAAGAAGCAGCTGAAGTTTGAA 

EXON7: CODING 

GAGCTCCAGTGCGACGTGTCCATGGAGGAGGACAGCCGGCAGGAGTGGACCTTCACCCTGTATGACTTTGA 

CAACAACGGCAAGGTCACCCGAGAG 
EXON8: CODING 

GACATCACCAGCTTGCTGCACACCATCTATGAGGTGGTGGACTCCTCTGTCAACCACTCCCCAACATCCAG 

CAAGATGCTGCGGGTAAAGCTCACCGTGGCCCCCGATGGCAGCCAGAGCAAGAGGAGCGTCCTTGTCAATC 

AGGCTG 

EXON9: CODING 

ACCTGCAGAGCGCAAGGCCCCGAGCAGAGACCAAGCCCACTGAGGACCTGCGGAGCTGGGAGAAGAAGCAG 

CGAGCCCCGCTCAG 
EXON10; CODING 

GTTCCAGGGTGACAGCCGCCTGGAGCAGTCTGGCTGCTACCACCATTGCGTAGATGAGAACATCGAGAGGA 

GAAACCACTACTTAGATCTCGCCGGGATAGAAAACTACACGTCCCAATTTGGGCCTG 

EXON11: CODING 

GCTCCCCTTCCGTGGCCCAGAAGTCAGAACTGCCCCCCCGCACCTCCAATCCCACTCGATCTCGCTCCCAT 

GAGCCGGAAGCCATCCACATCCCACACCGAAAGCCCCAAGGCGTGGACCCGGCCTCCTTCCACTTCCTTGA 

CACCCCAATCGCCAAGGTCTCAGAGCTCCAGCAACGGCTCCGGGGCACCCAGGACGGGAGCAAGCACTTTG 

TGAGGTCCCCCAAGGCCCAGGGCAAGAGTGTGGGTGTGGGCCACGTGGCCAGAGGGGCAAGAAACAAGCCC 

CCTCTGGGACCCGCCATCCCTGCGGTGTCCCCCTCCGCCCACCTGGCTGCCAGCCCGGCCCTCCTCCCCTC 

CCTAGCCCCCCTCGGGCACAAGAAGCACAAGCACCGAGCCAAGGAGAGCCAGCAGGGCTGCCGGGGCCTGC 

AGGCACCACTGGCCTCAGGTGGCCCTGTCCTGGGGCGGGAGCACCTGCGGGAGCTGCCCGCCTTGGTGGTG 

TATGAGAGCCAGGCCGGGCAGCCGGTCCAGAGACATGAGCACCACCACCACCATGAACATCACCACCATTA 

CCACCACTTCTACCAGACATAG 
EXON11: 3'UTR 

AGCCCCTCCCCAGGGCCCCACCCTGCCATATGAAGGACCCCACCCCCGACACCACAAGGCATTATTATTCT 

ATTAATTATTGTTATTATGATGATTATTGTTATTAATAATTATTGTTACTCCACTAATATTTAGCTAGCCT 

ACATGTAGAAGATCTATGGAAACACAGAACTAAACTTTTATTTATATGTTAAAAAAAAAAAAAAAAAAAAA 

AA 
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Wnt3a-8hrs 


mNkd mRNA Is Induced by Wnt Ligand 


Writ 



mNkd may be a part of the negative feed 
back loop of the Wnt/p-catenin pathway 
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Using hNkd Promoter—Reporter Expression 
Construct to Screen for Small Molecule 
Inhibitors that Down Regulate the Expression 
of the Reporter 


Our Strategy: 


TBE TBE 

i . 


TBE 


Reporter 


1.5 Kb 


TBE: TCF binding Element (CTTTGA/TA/T) 
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hNkd inhibits Wnt-1 activated luciferase reporter 
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